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ADHD - attention deficit hyperactivity disorder; AF - atrial fibrillation; AIS - any ischemic stroke; AS - any stroke; ASD - autism spectrum disorder; CAD - coronary 3
artery disease; CES - cardioembolic stroke; CHD - congenital heart disease; CVD - cardiovascular disease; HF - heart failure; IVW - inverse variance weighted; LAS - 4



large-artery atherosclerotic stroke; MI - myocardial infarction; MR - Mendelian randomization; MW-IVW - variance weighted with modified weights; SNPs - single 5

nucleotide polymorphisms; SVS - small-vessel stroke. 6



